In May 2016, using the culturomics approach [1] on storied samples from the digestive tract, we isolated the strain Marseille-P3110
T from the left colon liquid sample of a 76-year-old woman who underwent colonoscopy for a history of colonic polyp. The patient provided signed informed consent, and the ethics committee of the Institut Fédératif de Recherche IFR48 approved the study under number 2016-010. The sample was directly inoculated on Columbia agar enriched with 5% of sheep's blood (COS; bioMérieux, Marcy l'Etoile, France), and strain Marseille-P3110
T was obtained after a 3-day incubation at 37°C in an anaerobic atmosphere (anaeroGen Compact; Oxoid, Thermo Scientific, Dardilly, France). Colonies were white, convex and circular with a diameter of 0.8 mm. Cells were Gram-negative bacilli with a mean diameter of 0.3 μm and a length varying from 2.0 to 3.6 μm. Strain Marseille-P3110 T was motile and nonendospore forming. This strain exhibited neither catalase nor oxidase activities.
The 16S rRNA gene was sequenced using fD1-rP2 primers as previously described [2] with a 3130-XL sequencer (Applied Biosciences, Saint Aubin, France) because of the impossibility of identifying strain Marseille-P3110
T by matrixassisted laser desorption/ionization time-of-flight mass spectrometry (MALDI-TOF MS) (Microflex LT; Bruker Daltonics, Bremen, Germany) [3] . Strain Marseille-P3110 T exhibited a 93.2% sequence similarity [4] with Dielma fastidiosa type strain JC13 T (GenBank accession no. JF824807), the phylogenetically closest species with standing in nomenclature ( Fig. 1 
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The MALDI-TOF MS spectrum of 'Traorella massiliensis' strain Marseille-P3110 T is available online (http://www.mediterraneeinfection.com/article.php?laref=256&titre=urms-database).
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